i JADBio

Just Add Data
Knowledge Discovery Made Easy

Automated Machine Learning and Biomarker Discovery

Confidentiality Note: The information contained in this document and document(s) linked are for the exclusive use of JADBI0's partners and connections. It may contain confidential, privileged and non-disclosable information.



JADBIo is trusted

30+ Paying & Piloting Customers in biotech, pharma & academia
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Finding the “needle in the haystack”

Modern biotechnologies enable the generation of DATA
exabytes of high complexity data during life science

discovery programmes \ l /

Genomics
WGS, methylation, SNP

——@® Phenotype/

Data can tell us Transcriptome o Clinical Data
. . . . - ——@ Medical images
e which therapies work best on a given patient Metagenome
. . . microbiome i
e which biomarkers are potential drug targets - © Signals
roteome
e which biomarkers diagnose disease proteins Compound
Metabolome —@

metabolites

There is an urgent need for Machine Learning and
Biomarker identification
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The role of Al in identifying better biomarkers in Biotech

With JADBIo Traditional pipeline
Only 10% of clinical trials ever succeed, because of poor

biomarkers lacking genetic evidence

Early discovery
(target/drug screening)
3-5 years

Artificial Intelligence
- can potentially double the probability of successful trials
- can shorten the early discovery stage by at least 30%

Pre-clinical development
(drug optimization)

HOWEVER 1-2 years
Standard analysis practices cannot handle the growing
complexity of the data
Clinical trials
(safety, efficacy, dosage)
When Al is performed, it's mainly tailored or completely &7 years
outsourced, thus not scalable
Approval
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JADBio is

an AutoML-based Bioinformatics

platform. - -
Life Scientists to effortlessly = = | 3 i s
among millions of measurements ' 'j et
and accurate and explainable predictive models with speed and ease.

...Model interpretation, explanation, visualization, and deployment
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You Just Add Data ...

Upload measurements of possible predicting

biomarkers and factors

e (Multi) Omics (transcriptomics,

proteomics, methylomics, genomics)
e Clinical, medical, of lifestyle factors
e Single Cell measurements

e Medical images or signals

& Combinations of the above

jadbio.com




... to predict or find

Diagnostic outcomes

disease status
disease subtype
disease staging

Time-to-event outcomes

death/survival
metastasis
relapse/complication

i JADBio

Therapeutic outcomes

chemosensitivity response
|dentify new drug candidates or
repurpose existing ones

Diagnostic / Predictive
biomarkers

Phenotypic traits
Drug targets

jadbio.com



JADBIio Spec Sheet

01  Fully automated for the non-expert, no coding required
02 Customizable by experts

Accepts tabular, image, signal data, and their combinations

04 Can handle very large feature sets (>1M) and very small sample size (>15), missing values and
imbalanced classes in the data

05 Predictive models for continuous (regression), discrete (classification|), and time-to-event (Survival
Analysis) outcomes (time to death, survival, relapse)

Model is output as executable to embed within user applications

Ask us for complex data types (single cell data, graph
. L. data, text data) and custom types of analyses
|=| JADRIO® ) yp y



JADBIo vs Classical Statistics

JADBIo

Returns just a handful of biomarkers to examine

JADBIo removes irrelevant and redundant
biomarkers (signatures)

Discovers biomarkers that are
predictive in combination

Increases predictive and diagnostic power of
resulting models

Estimates the predictive power of models and
biomarkers

i JADBio’

Classical Statistics

Returns thousands biomarkers to examine
Biomarkers to o o ] . )
Univariate statistics (e.g. differential expression

eéxamine Analysis) also return redundant markers

Examines markers in isolation (not signatures)

Leads to inferior predictive models

Biomarker quality

Focus on p-values and statistical significance

Model quality Statistical significant markers do not necessarily

correspond to high predictive ability



Novel JADBIo discoveries in development

Discovery Preclinical Phase 1
‘. d . d Cancer Antibodies signature for prognosing - -
Iinaivume cancer (Immuno-oncology)
qPCR test for prognosing cancer - -

% Diabetes ccfDNA signature for pancreatic cell loss
ABC u I’e$' monitoring in T2BM - -

@?% Cancer Biomarkers from RNAseq and microarray - I
( NCI-60 data (5,986 compounds)
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Breakthrough Knowledge Discovery by well known
organizations

Outperforms state-of-the-art tools in gold standard oncology data corpus TCGA @
Cancer subtype prediction; against 4 expert teams returned the best predictive model in 16 out of 26
cancer types when all omics are employed ’
CellPress

Provides insight into the differences between closely related cancer phenotypes

NASA's Genelab identified, in two days effort, two non-redundant, 4-gene, biosignatures distinguishing
radiation-induced thyroid cancer and sporadic thyroid cancer.
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Breakthrough Knowledge Discovery in infectious
diseases

Faster turnaround times

Identified the determinants of Severe COVID-19 in less than 7 days instead of 2 months, saving
more than 100K

nature

SCIENTIFIC
Single/multi-omic signatures for COVID-19 RE Pg}RTS

Identified biomarkers of COVID-19, severe COVID-19 and COVID-19 versus different acute
respiratory illness

ge=t WeillCornell @NTNU
. Ry MedICIne quwegian University of
|=| JAD BIO" Science and Technology

¢ \ UNIVERSITY

£ AHMOKPITEIO [ DEMOCRITUS
OF CRETE I

&7 NANEMIZTHMIO [ UNIVERSITY
OPAKHE M OF THRACE



https://jadbio.com/case-studies/machine-learning-approach-utilizing-dna-methylation-as-accurate-classifier-of-covid-19-disease-severity/
https://jadbio.com/case-studies/automated-machine-learning-optimizes-and-accelerates-covid-19-predictive-modeling/

JADBIo delivery and deployment options

= <
Lo NS
Graphical user-interface SaaS on AWS

REST API / Python wrapper On-premise installation on own AWS private cloud

On-premise installation on local servers

o> aws

Software-as-a-Service

High standard Security & Privacy by use of several AWS
solutions (encryption at rest/transit, firewalls, log audits, etc.);
i'! JADRiO GDRP compliance



Thank you

www.jadbio.com

~

Discover all of JADBi0's Using JADBio, we saved 8 months and

functionalities using the sample : :
data in the platform $50K in 14 days for drug repurposing ,’

Dr. Theodora Katsila
Biomarker Discovery & Translational Research Lab
Qead, National Hellenic Research Foundation /

haronykt@jadbio.com
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How JADBio Works
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IS =

Al expert It produces an analysis Pipelines Results are
system that plan with thousands of executed in visualized, explained,
encodes the tacit machine learning pipelines. parallel on the and interpreted for
knowledge of a It includes our cloud decision support and
data scientist breakthrough, Knowledge
proprietary algorithms Discovery

The Al system analyses successes and failures to improve itself for the next analysis




